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• Quality and quantity of environmental and biological data may vary greatly between
regions.  The results presented here are specific to datasets available for north east
NSW.

• All of the modelling techniques evaluated are open to refinement.  This study did not
evaluate the effect of varying how each technique was applied (e.g. different stepwise
selection procedures, stopping rules, link functions).  Such variation may significantly
affect, and in some cases improve, the performance of each technique (see for example
Austin and Myers in press).

• The modelling techniques evaluated in this study represent only a subset of all
techniques currently in use throughout Australia.  Other techniques worthy of
evaluation, but beyond the scope and resources of this consultancy, include HABITAT
(Walker and Cocks 1991), DOMAIN (Carpenter et al. 1993), rule sets derived using
genetic algorithms (Stockwell and Noble 1992) and neural networks (Lees 1994).

• This consultancy has evaluated models only in terms of their predictive accuracy.  As
detailed in Section 6.6 accuracy is only one of a number of criteria that should be
considered when assessing models.  Other criteria include interpretability,
computational efficiency, required skill level, ecological rationality and capacity to
deal explicitly with uncertainty.

Readers interested in gaining a more comprehensive overview of the performance of
predictive species models are strongly advised to access reports generated by two related
consultancies performed for ANCA by CSIRO Wildlife and Ecology (Austin et al. 1994;
Austin 1994; Austin and Meyers 1995; Austin et al. 1995) and by NSW NPWS (Pearce
and Ferrier 1996).




